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NGS TP Index Kit for lllumina (Index Primers Set 111/IV/V/VI)
SRR ANESHEASS HAFI= 111/1V/V/VI (llumina)

H3XS: N669983 (240 rxns)

BRI 20°ctir, Tikizt.

RmAE

Component N665989 N665993 N666687 | N669983
240 rxns 240 rxns 240 rxns 240 rxns

Index N501 Primers for lllumina 240 pl 240 pl 240 pl 240 pl

Index N901-N924 Primers for lllumina 24x10 pl — — —

Index N925-N948 Primers for lllumina — 24x10 pl — —

Index N949-N972 Primers for lllumina — — 24x10 pl —

Index N973-N996 Primers for lllumina — — — 24%10 pl
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JRRE A T 20 7 PR g v — AR 7 22 B A 5 kR 6 A FH VR 175 42 R R g T 20 2 I AR i
DNA #7171 & protocol #E4T .

Index N501 Primer for lllumina

Index Primer for lllumina

N501 | 5~AATGATACGGCGACCACCGAGATCTACACTAGATCGCTCGTCGGCAGCGTC-3'

Index N901-N996 Primer for lllumina
Index Primers for lllumina Index

N9O1 5'-CAAGCAGAAGACGGCATACGAGAT ATCACGTT

AACGTGATGTCTCGTGGGCTCGG-3'

N9O2 5-CAAGCAGAAGACGGCATACGAGAT CGATGTTT

AAACATCGGTCTCGTGGGCTCGG-3'
N9O3 5-CAAGCAGAAGACGGCATACGAGAT TTAGGCAT
ATGCCTAAGTCTCGTGGGCTCGG-3'
N9O4 5-CAAGCAGAAGACGGCATACGAGAT TGACCACT
AGTGGTCAGTCTCGTGGGCTCGG-3'

N9O5 5-CAAGCAGAAGACGGCATACGAGAT ACAGTGGT

ACCACTGTGTCTCGTGGGCTCGG-3'
5-CAAGCAGAAGACGGCATACGAGAT

N906 GCCAATGT
ACATTGGCGTCTCGTGGGCTCGG-3'
Index Primers for lllumina Index
N9O7 5-CAAGCAGAAGACGGCATACGAGAT CAGATCTG

CAGATCTGGTCTCGTGGGCTCGG-3'
N9O8 5-CAAGCAGAAGACGGCATACGAGAT ACTTGATG
CATCAAGTGTCTCGTGGGCTCGG-3'
N909 5-CAAGCAGAAGACGGCATACGAGAT GATCAGCG
CGCTGATCGTCTCGTGGGCTCGG-3'

N910 5-CAAGCAGAAGACGGCATACGAGAT TAGCTTGT

ACAAGCTAGTCTCGTGGGCTCGG-3'

N911 5-CAAGCAGAAGACGGCATACGAGAT GGCTACAG

CTGTAGCCGTCTCGTGGGCTCGG-3'

N912 5-CAAGCAGAAGACGGCATACGAGAT CTTGTACT

AGTACAAGGTCTCGTGGGCTCGG-3'

N913 5-CAAGCAGAAGACGGCATACGAGAT TGGTTGTT

AACAACCAGTCTCGTGGGCTCGG-3'
N914 5-CAAGCAGAAGACGGCATACGAGAT TCTCGGTT
AACCGAGAGTCTCGTGGGCTCGG-3'
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N915 5-CAAGCAGAAGACGGCATACGAGAT TAAGCGTT
AACGCTTAGTCTCGTGGGCTCGG-3'

N916 5-CAAGCAGAAGACGGCATACGAGAT TCCGTCTT
AAGACGGAGTCTCGTGGGCTCGG-3'

N917 5-CAAGCAGAAGACGGCATACGAGAT TGTACCTT
AAGGTACAGTCTCGTGGGCTCGG-3'

N918 5-CAAGCAGAAGACGGCATACGAGAT TTCTGTGT
ACACAGAAGTCTCGTGGGCTCGG-3'

N919 5-CAAGCAGAAGACGGCATACGAGAT TCTGCTGT
ACAGCAGAGTCTCGTGGGCTCGG-3'

N920 5-CAAGCAGAAGACGGCATACGAGAT TTGGAGGT
ACCTCCAAGTCTCGTGGGCTCGG-3'

N921 5-CAAGCAGAAGACGGCATACGAGAT TCGAGCGT
ACGCTCGAGTCTCGTGGGCTCGG-3'

N922 5-CAAGCAGAAGACGGCATACGAGAT TGATACGT
ACGTATCAGTCTCGTGGGCTCGG-3'

-CAAGCAGAAGA ATACGAGAT

N923 5-CAAGCAGAAGACGGC CGAG TGCATAGT
ACTATGCAGTCTCGTGGGCTCGG-3'

N924 5-CAAGCAGAAGACGGCATACGAGAT TTGACTCT
AGAGTCAAGTCTCGTGGGCTCGG-3'

Index Primers for lllumina Index

N925 5-CAAGCAGAAGACGGCATACGAGAT TGCGATCT
AGATCGCAGTCTCGTGGGCTCGG-3'

N926 5-CAAGCAGAAGACGGCATACGAGAT TTCCTGCT
AGCAGGAAGTCTCGTGGGCTCGG-3'

N927 5-CAAGCAGAAGACGGCATACGAGAT TAGTGACT
AGTCACTAGTCTCGTGGGCTCGG-3'

N928 5-CAAGCAGAAGACGGCATACGAGAT TACAGGAT
ATCCTGTAGTCTCGTGGGCTCGG-3'

N929 5-CAAGCAGAAGACGGCATACGAGAT TCCTCAAT
ATTGAGGAGTCTCGTGGGCTCGG-3'

N930 5-CAAGCAGAAGACGGCATACGAGAT TGTGGTTG
CAACCACAGTCTCGTGGGCTCGG-3'

N931 5-CAAGCAGAAGACGGCATACGAGAT TACTAGTC
GACTAGTAGTCTCGTGGGCTCGG-3'

N932 5-CAAGCAGAAGACGGCATACGAGAT TTCCATTG
CAATGGAAGTCTCGTGGGCTCGG-3'
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N933 5-CAAGCAGAAGACGGCATACGAGAT TCGAAGTG
CACTTCGAGTCTCGTGGGCTCGG-3'

N934 5-CAAGCAGAAGACGGCATACGAGAT TAACGCTG
CAGCGTTAGTCTCGTGGGCTCGG-3'

N935 5-CAAGCAGAAGACGGCATACGAGAT TTGGTATG
CATACCAAGTCTCGTGGGCTCGG-3'

N936 5-CAAGCAGAAGACGGCATACGAGAT TGAACTGG

N937 5-CAAGCAGAAGACGGCATACGAGAT TACTTCGG
CCGAAGTAGTCTCGTGGGCTCGG-3'

N938 5-CAAGCAGAAGACGGCATACGAGAT TCTCACGG
CCGTGAGAGTCTCGTGGGCTCGG-3'

N939 5-CAAGCAGAAGACGGCATACGAGAT TCAGGAGG
CCTCCTGAGTCTCGTGGGCTCGG-3'

N940 5-CAAGCAGAAGACGGCATACGAGAT TAAGTTCG
CGAACTTAGTCTCGTGGGCTCGG-3'

NOA1 5-CAAGCAGAAGACGGCATACGAGAT TCCAGTCG
CGACTGGAGTCTCGTGGGCTCGG-3'

N942 5-CAAGCAGAAGACGGCATACGAGAT TGTATGCG
CGCATACAGTCTCGTGGGCTCGG-3'

Index Primers for lllumina Index

N943 5-CAAGCAGAAGACGGCATACGAGAT TCATTGAG
CTCAATGAGTCTCGTGGGCTCGG-3'

N944 5-CAAGCAGAAGACGGCATACGAGAT TGGCTCAG
CTGAGCCAGTCTCGTGGGCTCGG-3'

NO45 5-CAAGCAGAAGACGGCATACGAGAT TATGCCAG
CTGGCATAGTCTCGTGGGCTCGG-3'

NO46 5-CAAGCAGAAGACGGCATACGAGAT TCAGATTC
GAATCTGAGTCTCGTGGGCTCGG-3'

N947 5-CAAGCAGAAGACGGCATACGAGAT TAGTCTTG
CAAGACTAGTCTCGTGGGCTCGG-3'

N948 5-CAAGCAGAAGACGGCATACGAGAT TTCAGCTC
GAGCTGAAGTCTCGTGGGCTCGG-3'

N949 5-CAAGCAGAAGACGGCATACGAGAT TGTCTATC
GATAGACAGTCTCGTGGGCTCGG-3'

N950 5-CAAGCAGAAGACGGCATACGAGAT TATGTGGC
GCCACATAGTCTCGTGGGCTCGG-3'
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N951 5-CAAGCAGAAGACGGCATACGAGAT TTACTCGC
GCGAGTAAGTCTCGTGGGCTCGG-3'

N952 5-CAAGCAGAAGACGGCATACGAGAT TCGTTAGC
GCTAACGAGTCTCGTGGGCTCGG-3'

N953 5-CAAGCAGAAGACGGCATACGAGAT TACCGAGC
GCTCGGTAGTCTCGTGGGCTCGG-3'

N954 5-CAAGCAGAAGACGGCATACGAGAT TGTTCTCC
GGAGAACAGTCTCGTGGGCTCGG-3'

N955 5-CAAGCAGAAGACGGCATACGAGAT TTCGCACC
GGTGCGAAGTCTCGTGGGCTCGG-3'

N956 5-CAAGCAGAAGACGGCATACGAGAT TTGCGTAC
GTACGCAAGTCTCGTGGGCTCGG-3'

NO57 5-CAAGCAGAAGACGGCATACGAGAT TCTACGAC
GTCGTAGAGTCTCGTGGGCTCGG-3'

N958 5-CAAGCAGAAGACGGCATACGAGAT TGACAGAC
GTCTGTCAGTCTCGTGGGCTCGG-3'

N959 5-CAAGCAGAAGACGGCATACGAGAT TAGAACAC
GTGTTCTAGTCTCGTGGGCTCGG-3'

N96O 5-CAAGCAGAAGACGGCATACGAGAT TCATCCTA
TAGGATGAGTCTCGTGGGCTCGG-3'

Index Primers for lllumina Index

N9B1 5-CAAGCAGAAGACGGCATACGAGAT TGCTGATA
TATCAGCAGTCTCGTGGGCTCGG-3'

N962 5-CAAGCAGAAGACGGCATACGAGAT TAGACGGA
TCCGTCTAGTCTCGTGGGCTCGG-3'

N9B3 5-CAAGCAGAAGACGGCATACGAGAT TGTGAAGA
TCTTCACAGTCTCGTGGGCTCGG-3'

N964 5-CAAGCAGAAGACGGCATACGAGAT TCTCTTCA
TGAAGAGAGTCTCGTGGGCTCGG-3'

N965 5-CAAGCAGAAGACGGCATACGAGAT TTGTTCCA
TGGAACAAGTCTCGTGGGCTCGG-3'

N9B6 5-CAAGCAGAAGACGGCATACGAGAT TGAAGCCA
TGGCTTCAGTCTCGTGGGCTCGG-3'

N9E7 5-CAAGCAGAAGACGGCATACGAGAT TACCACCA
TGGTGGTAGTCTCGTGGGCTCGG-3'
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N96S 5-CAAGCAGAAGACGGCATACGAGAT TGCGTGAA
TTCACGCAGTCTCGTGGGCTCGG-3'

N9B9 5-CAAGCAGAAGACGGCATACGAGAT GGTGAGTT
AACTCACCGTCTCGTGGGCTCGG-3'

N970 5-CAAGCAGAAGACGGCATACGAGAT GATCTCTT
AAGAGATCGTCTCGTGGGCTCGG-3'

N971 5-CAAGCAGAAGACGGCATACGAGAT GTGTCCTT
AAGGACACGTCTCGTGGGCTCGG-3'

N972 5-CAAGCAGAAGACGGCATACGAGAT GACGGATT
AATCCGTCGTCTCGTGGGCTCGG-3'

N973 5-CAAGCAGAAGACGGCATACGAGAT GCAACATT
AATGTTGCGTCTCGTGGGCTCGG-3'

N974 5-CAAGCAGAAGACGGCATACGAGAT GGTCGTGT
ACACGACCGTCTCGTGGGCTCGG-3'

N975 5-CAAGCAGAAGACGGCATACGAGAT GAATCTGT
ACAGATTCGTCTCGTGGGCTCGG-3'

N976 5-CAAGCAGAAGACGGCATACGAGAT GTACATCT
AGATGTACGTCTCGTGGGCTCGG-3'

N977 5-CAAGCAGAAGACGGCATACGAGAT GAGGTGCT
AGCACCTCGTCTCGTGGGCTCGG-3'

N978 5-CAAGCAGAAGACGGCATACGAGAT GCATGGCT
AGCCATGCGTCTCGTGGGCTCGG-3'

Index Primers for lllumina Index

N979 5-CAAGCAGAAGACGGCATACGAGAT GTTAGCCT
AGGCTAACGTCTCGTGGGCTCGG-3'

N98O 5-CAAGCAGAAGACGGCATACGAGAT GTCGCTAT
ATAGCGACGTCTCGTGGGCTCGG-3'

NO81 5-CAAGCAGAAGACGGCATACGAGAT GGAATGAT
ATCATTCCGTCTCGTGGGCTCGG-3'

N982 5-CAAGCAGAAGACGGCATACGAGAT GAGCCAAT
ATTGGCTCGTCTCGTGGGCTCGG-3'

N983 5-CAAGCAGAAGACGGCATACGAGAT GCTCCTTG
CAAGGAGCGTCTCGTGGGCTCGG-3'

N984 5-CAAGCAGAAGACGGCATACGAGAT GTAAGGTG
CACCTTACGTCTCGTGGGCTCGG-3'
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N985 5'-CAAGCAGAAGACGGCATACGAGAT GAGGATGG
CCATCCTCGTCTCGTGGGCTCGG-3'
N986 5'-CAAGCAGAAGACGGCATACGAGAT GTTGTCGG
CCGACAACGTCTCGTGGGCTCGG-3'
N987 5'-CAAGCAGAAGACGGCATACGAGAT GGATTAGG
CCTAATCCGTCTCGTGGGCTCGG-3'
N98S 5'-CAAGCAGAAGACGGCATACGAGAT GATAGAGG
CCTCTATCGTCTCGTGGGCTCGG-3'
N989 5'-CAAGCAGAAGACGGCATACGAGAT GTGTGTCG
CGACACACGTCTCGTGGGCTCGG-3'
N990 5'-CAAGCAGAAGACGGCATACGAGAT GCAATCCG
CGGATTGCGTCTCGTGGGCTCGG-3'
N991 5'-CAAGCAGAAGACGGCATACGAGAT GACCTTAG
CTAAGGTCGTCTCGTGGGCTCGG-3'
N992 5'-CAAGCAGAAGACGGCATACGAGAT GCCTGTTC
GAACAGGCGTCTCGTGGGCTCGG-3'
N993 5'-CAAGCAGAAGACGGCATACGAGAT GCACTGTC
GACAGTGCGTCTCGTGGGCTCGG-3'
N994 5'-CAAGCAGAAGACGGCATACGAGAT GCTAACTC
GAGTTAGCGTCTCGTGGGCTCGG-3'
N9O5 5'-CAAGCAGAAGACGGCATACGAGAT GATTCATC
GATGAATCGTCTCGTGGGCTCGG-3'
N996 5'-CAAGCAGAAGACGGCATACGAGAT GTCTTGGC
GCCAAGACGTCTCGTGGGCTCGG-3'
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